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Figure 1: Overview of the PCR and high-resolution melting analysis temperature profiles used. This standard touchdown PCR Protocol was suitable

for all amplifications performed in the study.
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Figure 3: High-resolution

melting analysis of a 173

bp fragment derived from

 the human CDA gene.

Wild-type samples are

 shown in blue, heterozygote

 mutants (SNP A to C at

 position+79) in red.

Figure 2: Location of PCR primers and variable positions in the

investigated CDA gene.

Figure 4: High-resolution

melting analysis of a 223

bp fragment reveals additional

 variation. The presence of an

additional intronic variation in

two samples led to an additional

 intronic variation in two samples

(shown in red, two replicates per

sample) identified by the

 LightCycler® 480 Gene

Scanning Module.

�� ! �� ! �� 

LightCycler® 480 Gene 1 software 04 980 336 001

Scanning Software package

LightCycler® 480 High 500 reactions 04 909 631 001

Resolution Melting Master

���� !"#$%&'()*+%,-./012

�� !"#�Figure 4�� !"#$�� !"#$

�� !"#$SNP�� �A79C� IVS1+37G>A��

��A79C�� !"#$% &'()*+,-./

�� !"#

��

LightCycler® 480�� !"#PCR��HRM�

�� !"#$%&'()*+,-./012#

��� ��dHPLC��� !"#�� !"#$

�� !"�� !"#�� ! LightScanner��

�� !"#$LightCycler® 480�� !"# PCR

�� PCR� HRM�� !"#$�� !"#$

�� !"#$%&'()*+�� LightScanner�

LightCycler® 480�� !"#$%&'()�� !

��LightCycler® 480�� !"#$%&'()*+

100%�� !"#$�� !"#$%&'()��

�� !"#$%&'()*+,�� !"#$%

PCR���� !"#$%&' 622 bp��� !"

�� !"#�� !"# $%&'()*+,-

�� !"#$%&'(�� !"#$%&GC�

���� !"#$%&' ()*+,-./

DNA��� !"#$%DNA�� !"#$%&'

�� !"#$%&'�� !"DNA�� !"#

�� !"�� !"#$%&'()*+,-.'/

�� !"#$%&'&"(�� DNA �� !

��DNA�� !"#$%&'()Roche�� !

�� !"#$%&'()*+LightCycler® 480��

�� !"#$%&'()��� HRM�� ��

�� !"#$�� !"#$%&�� !"MgCl2

�� !"#PCR�� !"#$%�� !"MgCl2

�� !"#$%&

�� !"�� !"#$%LightCycler® 480�� 

�� PCR�� !"#$%&"'()*+,-./0

�� !"#$%&'()*+,-./-01 23

�� !"
1. BIOCHMICA 2007 1:17-19

2. Mercie C et al.(2007) Pharmacogenet Genomics, in press


