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Protein p-value p-value Regulation
independent | paired In tumor

Desmin 0.0000038 | 0.0000053 | ]

Tropomuyosin 1 alpha [0.0000045 | 0.000207 1}

Tropomyosin 2 beta 0.000011 0.00335 1§

Creatine kinase 0.000012 0.000909 1

Calponin 0.000047 N.D 1

Glutathione S- 0.000081 0.00334 1

transferase

Protein p-value p-value Regulation
independent | paired

Stathmin 0.00024 0.00189 i

Ser or Cys proteinase |0.00077 0.00503

inhibitor Clade A 1

eEF alpha 0.00084 0.00381 1

ACTB (actin beta) 0.00087 0.00376 |

Enigma protein 2 0.0026 N.D [']

Muscle fructose 1,6-  |0.0037 0.0269 T

| bisphosphate Aldolase
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Protein P-value Regulation
TATA element 0.000218 1
modulatory factor 1

Desmin 0.000398 1
Interleukin 128 0.00149 1
Vimentin 0.00153 1
Axin 1 0.00857 1
Cyclin-dependent 0.00554 1
kinase 6

Transcription factor 0.000275 1
ELYS

Cysteine and glycine- |0.000298 1
rich protein 1
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